(}" l?u

“w o ®

de)u”,wwtw 3

S ilwg,lo cusliils

2921 39995 9 PD 6590

towy® Sledbl

o (ewdies 9 (soed i) Olgie

Zw).) JS

Sk axlg 3 aslg slaws g g4

Lgo)}mL.is La)u\.o-?‘ ).'25.) oo Jsiw.o r:La

o> 0331 1855 = (63,90l Lo o] 15 1l e [ wyde
Sl il /3ks ey

1400-1401 g5 cug : Luams Jluos

ove JS;‘M OleMb|

OL..wl C;QJ.C 4-«».')

ufuﬁ)b G580 95S5 5 09,5 (5 5Ly, Lo 0aSliils ¢yl o5 i pole oZisls 1,5 Jo
021-64122303 : ules yals

shahverd@tums.ac.ir :sg xS coy Sl

(hos 9xls 1 g ks amly 2 2 Jlie) cogane (sloasly olast S &y o 5,15 b g Los o,k 1 Jorion




Solite slo (o9, (0] Gham 9 OeBsn Ol Jols (i n st 5 oot @ bgrye lhe 5 eealie b 01818 Geyo ol 0
e 51 (9 (005 9 (oS lelid slo by thled 5 Sogdygem o2 (195 (ST leg S cogmliled U5 Ued Sl 5l Ll

iy b Sy i la by, e ] cdled g jlisle da o] Protein Interaction calisee slo iy, oy 4 bgiye

basalgtlal b sy Slo gl Sllamde ¢ So5glam ol sloo )15 (6l diedon o

(oo yled 5o e [ S Gl

do g alulid 5 g3lo palls Gla by, sl pgw 5 pgo (sl o Ll Jod 5l b oty oond Jool b o)]513 ol
Lgl.a:)lfqbl) L ‘le..M:'l ‘QMS...A}..:BJ., GL.A L u_ul.w:] ‘LQ.;—l J,o.c 09> g QLA.‘;}L.: 3 > p.)).)" AP Oelig )l;::‘>LM; 9 uww ooy s o¥9)

gy e e 5oo )L SlisT e a5y dedan JolSS g ibaie sledy, Jud 5l g owiie
igakoplsi B s yemeyn ) | polais! Slusl

yeS1)5 A 09, 00 HUaml uyo onl GLL 51 e

g sl T Gioy 5 oo n oLt L -

g Lbl (hled 5 Sagh)gaee (o (2905 (ST glog S cigmnl 2ld U5 b 5 (s5le (Al Sglie sl s, L -

las 1y Lowry 4 Bradford BCA L& 5l le 55y (o5 5 5 ololid slo i, -

398 o0 25 Sl Jold a5 358 LsT (5,5 5 JIg i) b g Sl Sloogas (poss slo (b, b=

Determining amino acid composition (Hydrolysis, Separation, Quantitative analysis); N-Terminal amino acid
analysis: C- Terminal amino acid analysis; Edman degradation; Mass spectrometry; X-ray Crystalography; NMR;
Peptide mapping
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1) Protein Purification: Principles, high resolution methods, and applications, Author: Jan-Christer Janson, Third
Edition, John Wiley & Sons, last edition.

2) Protein engineering protocols. Volume 352 of Methods in Molecular Biology, Kristian M. Muller, Katja M.
Arndt, Springer Science & Business Media, last edition.

3) Methods in Enzymology, Protein engineering for therapeutics, Part 2, K. Author: Dane Wittrup, Geogory L.
Verdine, Academic Press, last edition.
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